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1. User environment 
1.1 Client 

The following hardware and software are required to use this system as a client. 
 

 
Contents Confirmation 
CPU - 
Memory 128MB or more is recommended. 
Hard Disk - 
Web Browser Internet Explorer 6.0(Or the compatible version of it or later) 

Netscape 7.0(Or the compatible version of it or later) 
Safari 
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2. Getting started 
Getting started with CAGE Basic Viewer is no walk in the park. We decided we better try to help 
others who were also struggling to learn this Viewer and powerful analysis tool.  
 
This page is going to be a work-in-progress. A place where I can answer very simple questions for 
the beginner and show very rudimentary CAGE data concepts. It's not going to answer all your 
questions, and it's not going to help everyone.  
 
For the most part, you should still search the RNA-library and CTSS using the box in the left 
column. If you've done that and you are still stuck, then post a message to the FANTOM3 Forum 
or the mailing list. 
 

2.1 Searching CTSS distribution in RNA Library 
You can search the CTSS distribution in specified RNA Library. 
 
1. RNA Library is displayed by clicking ‘RNA Library’ of ‘Browse’. 
 
 
 
 
 
 
 
 
 
 

 
2. RNA Library List is displayed.  

RNA Library Summary is displayed by clicking RNA LibID. 
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3. RNA Library Summary is displayed. 

CTSS List is displayed by clicking CTSSs. 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
4. CTSS List is displayed.  
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2.2 Searching CAGE TAG start site(CTSS) information 
You can search the tag start site information in which much Tags is contained. 
 
1. CTSS Search is displayed by clicking ‘CTSS Search’ of ‘Search’. 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
2. CTSS Search is displayed.  

CTSS List is displayed by selecting Chromosome and Mapped CAGE Tags, and clicking  
‘Search’. 
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3. CTSS List is displayed.  

CTSS Summary is displayed by clicking CTSS ID. 
 
 
 
 
 
 
 
 
 
4. CTSS Summary is displayed.  

Genomic Elements is displayed by clicking ‘open window’. 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
5. Genomic Elements is displayed. 
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3. Viewer Pages 
 

3.1 Page transition 
Pages in this system are connected with each other by hyperlink. The transition is described in 

the following. 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

 Top Page 
 (Main) 

Library 
Summary 

Clone 
Summary 

Tag 
Summary 

CTSS 
Summary 

TSS 
Summary 

TU 
Summary 

RNA Library 
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Summary 

Browse 
CAGE Library 

Browse 
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Browse 
Developmental 
Stage 

Browse 
Chromosome 

Browse 

Tissue 
Summary 

DevStage 
Summary 

SQL Search 

SQL Search 

Search 
 

Search 
Result List 
 

CAGE Library 
List 
 

 CTSS 
 List 
 

Search  
Result List 

ID Search 
 

CAGE Library 
Search 

CTSS Search 

 TSS 
 List 
 

TSS Search 

 TU 
 List 

TU Search 

mRNA 
Summary 

Browse 
RNA Library 
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3.2 Top Page 
Menu, statistics, and the used assembly of the genome are displayed in ‘Contents’, ‘Genomic 
Information’, and ‘Current Statistics’, respectively. 
 

 
[Top Page] 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

(1) Contents 

You can access the other pages by following the hyperlinks. 
 

 
No Column Explanation 
1 RNA Library Go to 3.3(1) RNA Library 
 CAGE Library Go to 3.3(2) CAGE Library 
2 Tissue Type Go to 3.3(3) Tissue Type 
3 Developmental Stage Go to 3.3(4) Development Stage 
4 

Browse 

Chromosome Go to 3.3(5) Chromosome 
5 ID Search Go to 3.4(1) ID Search 
6 CAGE Library Search Go to 3.4(2) CAGE Library Search 
7 CTSS Search Go to 3.4(3) CTSS Search 
8 TSS Search Go to 3.4(4) TSS Search 
9 

Search 

TU Search Go to 3.4(5) TU Search 
10 Links Help This manual is displayed. 
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(2) Genomic Information 

Information about the genome assembly used in this system is shown. 
 

No Column Explanation 
1 Species Target species of this system 
2 Assemble Ver. Assemble Version of the genome 
3 Chromosomes List of Number of Chromosome 

 
 

(3) Current Statistics 

Statistics about registered data is shown. 
. 

 
No Column Explanation 
1 Number of CAGE Library Number of registered CAGE Libraries 
2 Number of CAGE Tissue Number of registered Tissue Types 
3 Number of CAGE Plate Number of registered CAGE Plates 
4 Number of CAGE Clone Number of registered CAGE Clones 
5 Number of CAGE Tag Number of registered CAGE Tags 
6 Average of CAGE Tags/Clone Average of CAGE Tags/Clone 
7 Number of mapped CAGE Tag 

[at least 1 site] 
Number of registered mapped CAGE Tag [at least 1site] 

8 Number of mapped CAGE Tag 
[specified 1 site] 

Number of registered mapped CAGE Tag [specified 1site] 

9 Average of mapping rate Average of registerd mapping rate 
10 Number of CTSS Number of registered CTSS 
11 Number of TSS Number of registered TSS 
12 Number of TU Number of registered TU 
13 Number of TU in whole genomes Number of registered TU in whole genomes 
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3.3 Browse pages 
You can see registered information by following hyperlinks in browse pages. The hyperlinks are in 
the left side. 

 
 
 
 

No Column Link 
1 RNA Library Go to 3.3(1) RNA Library 
2 CAGE Library Go to 3.3(2) CAGE Library 
3 Tissue Type Go to 3.3(3) Tissue Type 
4 Developmental Stage Go to 3.3(4) Development Stage 
5 Chromosome Go to 3.3(5) Chromosome 

 
 

(1) RNA Library 

The browse page displays registered RNA Library information as a table. You can access 
3.5(4)RNA Library Summary by clicking the LibraryID. 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

No Column Explanation 
1 RNA LibID RNA Library ID  *Go to 3.5(4)RNA Library Summary 
2 Description RNA Library Description 
3 Tissue Tissue name             *Go to 3.5(2)Tissue Summary 
4 Stage Theiler Stage              *Go to 3.5(3)DevStage Summary 
5 Collaborator Collaborator name  
6 Tags (rate) Number of tag 
7 Mapped tags (rate) Number of mapped tag 
8 CTSSs Number of CTSS   * Go to 3.4(1) f) List of CTSS 
9 TSSs Number of TSS   * Go to 3.4(1) g) List of TSS 
10 TUs Number of TU 

 
 
 
 
 



Copyright © 2004 RIKEN,Japan.  -Page 10 - 

CAGE Basic Viewer  User's Guide 

(2) CAGE Library 

The browse page displays registered CAGE Library information as a table. You can access 
3.5(1)Library Summary by clicking the LibraryID. 
 

 
[Browse by CAGE Library ID] 

 
 
 

No Column Explanation 
1 Library ID CAGE Library ID   * Go to 3.5(1) Library Summary 
2 Clones Number of Clone 
3 Tags Number of Tag 
4 Tags/clone Quality (Tags/Clone) 
5 Mapped tags Number of mapped Tag 
6 No-hits Number of no-hits Tag  
7 Multi-hits Number of multi-hits Tag 
8 CTSSs Number of CTSS * Go to 3.4(1) f) List of CTSS 
9 TSSs Number of TSS * Go to 3.4(1) g) List of TSS 
10 TUs Number of TU 
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(3) Tissue Type 

The browse page displays information about tissue types as a table. You can access 3.5(2)Tissue 
Summary by clicking the tissue names. 

 
[Browse by Tissue Type] 

 
 

No Column Explanation 
1 Tissue Name Tissue Name    * Go to 3.5(2) Tissue Summary 
2 Tags Number of Tag 
3 Mapped Tags Number of mapped Tag 
4 No-hits Number of no-hits Tag 
5 Multi-hits Number of multi-hits Tag 
6 CTSSs Number of CTSS * Go to 3.4(1) f) List of CTSS 
7 TSSs Number of TSS * Go to 3.4(1) g) List of TSS 
8 TUs Number of TU 

 

(4) Development Stage 

The browse page displays information about developmental stages as a table. You can access 
3.5(3)DevStage Summary by clicking the Theiler stage name. 

 
[Browse by Developmental Stage] 

 
 

No Column Explanation 
1 Theiler Stage Theiler Stage Name   * Go to 3.5(3) DevStage Summary 
2 Tags Number of Tag 
3 Mapped Tags Number of mapped Tag 
4 No-hits Number of no-hits Tag 
5 Multi-hits Number of multi-hits Tag 
6 CTSSs Number of CTSS * Go to 3.4(1) f) List of CTSS 
7 TSSs Number of TSS * Go to 3.4(1) g) List of TSS 
8 TUs Number of TU 
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(5) Chromosome 

The browse page displays registered Chromosome information as a table. You can access a table 
of CTSSs by clicking the chromosome name. 
 

 
[Browse by Chromosome] 

 
 
 
 
 
 
 
 
 
 
 
 

No Column Explanation 
1 Chromosome Number of Chromosome   * Go to 3.4(1) f) List of CTSS 
2 Mapped Tags Number of mapped Tag 
3 CTSSs Number of CTSS * Go to 3.4(1) f) List of CTSS 
4 TSSs Number of TSS * Go to 3.4(1) g) List of TSS 
5 TUs Number of TU 
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3.4 Search pages 
You can search entries in some ways. The hyperlinks are in the left side. 

 
 
 
 

No Column Link 
1 ID Search Go to 3.4(1) ID Search 
2 CAGE Library Search Go to 3.4(2) CAGE Library Search 
3 CTSS Search Go to 3.4(3) CTSS Search 
4 TSS Search Go to 3.4(4) TSS Search 
5 TU Search Go to 3.4(5) TU Search 

 

(1)  ID Search 

ID based search is possible from the search page. Each entry’s ID is searched by prefix match 
with distinguishing capital and small letters.  

 
[ID Search] 

 
 
 
 
 
 
 
 
 
 
 
 

No Contents Explanation 
1 ID Type Selects the type of ID to search 
2 RNA LibID Go to a) List of RNA Library 
3 mRNA (Gene ID) Go to b) List of mRNA 
4 Riken CloneID Go to c) List of Riken Clone 
5 CAGE CloneID Go to d) List of CAGE Clone 
6 CAGE TagID Go to e) List of CAGE Tag 
7 CTSS ID Go to f) List of CTSS 
8 TSS ID Go to g) List of TSS 
9 TU ID Go to h) List of TU 
10 

 

Gene Symbol Go to h) List of TU 
11 ID Inputs the ID to search 
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a) List of RNA Library 

The search result by RNA LibraryID is shown. 
 
 
 
 
 
 
 
 
 
 
 

No Column Explanation 
1 RNA LibID RNA Library ID   * Go to 3.5(4) RNA Library Summary 
2 Tissue Type Tissue Type Name 
3 Stage Developmental Stage (Theiler Stage) 
4 Tags Number of Tag 
5 Mapped tags Number of Mapped tag 
6 CTSSs Number of CTSS 
7 TSSs Number of TSS 
8 TUs Number of TU 

 

b) List of mRNA 

The search result by mRNA ID (GeneID) is shown. 
 

 
 
 

No Column Explanation 
1 mRNA mRNA (Gene ID)   * Go to 3.5(10) mRNA Summary 
2 Strand Strand (F : Forward / R : Reverse) 
3 Chr. Number of Chromosome 
4 Start Pos Start Position 
5 End Pos End Position 
6 CTSSs Number of CTSS 
7 TU ID TU ID * Go to 3.5(9) TU Summary 
8 Gene Symbol Gene Symbol 
9 CDS start CDS Start Position 
10 CDS End Pos. CDS End Position 
11 NT len. NT Length 
12 AA len. AA Length 
13 Longest ORF Len. Longest ORF Len 
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c) List of Riken Clone 

The search result by Riken Clone ID is shown. 
 
 
 
 
 
 
 
 
 
 
 
 

No Column Explanation 
1 RikenCloneID Riken Clone ID * Go to 3.5(10) mRNA Summary 
2 GeneID mRNA (Gene ID)   
3 Strand Strand (F : Forward / R : Reverse) 
4 Chr. Number of Chromosome 
5 Start Pos Start Position 
6 End Pos End Position 
7 TU ID TU ID * Go to 3.5(9) TU Summary 

 
 

d) List of CAGE Clone 

The search result by CAGE Clone ID is shown. 
 
 
 
 
 
 
 
 
 
 
 
 

No Column Explanation 
1 CAGE CloneID CAGE Clone ID   * Go to 3.5(5) CAGE Clone Summary 
2 Avg.quality (%) Average quality value (%) 
3 Length Length of CAGE Clone 
4 GC (%) GC content (%) 
5 Tags Number of Tag 
6 Mapped Tags Number of mapped Tag on CAGE Clone 
7 LibraryID CAGE Library ID   * Go to 3.5(1) Library Summary 
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e) List of CAGE Tag 

The search result by CAGE Tag ID is shown. 
 
 
 
 
 
 
 
 
 
 
 
 

No Column Explanation 
1 Tag ID CAGE Tag ID   * Go to 3.5(6) CAGE Tag Summary 
2 LibraryID CAGE Library ID   * Go to 3.5(1) Library Summary 
3 Avg.Quality (%) Average quality value (%) 
4 Length Length of CAGE Tag 
5 GC (%) GC content (%) 
6 Clone StartPos Start Position on Clone 
7 Clone EndPos End Position on Clone 
8 match Value of match 
9 mismatch Value of mismatch 
10 CTSS ID CTSS ID    * Go to 3.5(7) CTSS Summary 
11 TSS ID TSS ID    * Go to 3.5(8) TSS Summary 
12 TU ID TU ID    * Go to 3.5(9) TU Summary 

 
 

f) List of CTSS 

The search result by CTSS ID is shown. 

 
 
 

No Column Explanation 
1 CTSS ID CTSS ID    * Go to 3.5(7) CTSS Summary 
2 Tags Number of Tag 
3 Chr. Number of Chromosome 
4 Strand Strand (F : Forward / R : Reverse) 
5 StartPos Start Position 
6 mRNA mRNA (Gene ID)   *Go to 3.5(10) mRNA Summary 
7 TSS ID TSS ID    * Go to 3.5(8) TSS Summary 
8 TU ID TU ID    * Go to 3.5(9) TU Summary 
9 Gene Symbol Gene Symbol 
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g) List of TSS 

The search result by TSS ID is shown. 
 

 
 

No Column Explanation 
1 TSS ID TSS ID     * Go to 3.5(8) TSS Summary 
2 CTSSs Number of CTSS 
3 Tags Number of Tag 
4 Chr. Number of Chromosome 
5 Strand Strand (F : Forward / R : Reverse) 
6 Position Representative CTSS Position 
7 Start Pos TSS Start Position 
8 End Pos TSS End Position 
9 TU ID TU ID     * Go to 3.5(9) TU Summary 
10 Gene Symbol  

 
 

h) List of TU 

The search result by TU ID is shown. 

 
 

No Column Explanation 
1 TU ID TU ID    * Go to 3.5(9) TU Summary 
2 TSSs Number of TSS 
3 CTSSs Number of CTSS 
4 Tags Number of Tag 
5 mRNA mRNA (Gene ID)   * Go to 3.5(10) mRNA Summary 
6 Chr. Number of Chromosome 
7 Strand Strand (F : Forward / R : Reverse) 
8 StartPos Start Position of range of TU 
9 EndPos End Position of range of TU 
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(2) CAGE Library Search 

Search with some conditions such as tissue type or the number of CAGE tags is possible from the 
search page.  
 
* Search conditions are combined by ‘AND’.  ‘Any’’ is not used as a conditions (It is the same to 
‘all’) 

a) Search Form 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

No Key Explanation 
1 Tissue Type Selects TissueType Name 
2 Developmental Stage Selects DevelopmentalStage(TheilerStage) 
3 CAGE Tags Selects the number of max or the number of min of CAGE Tag 
4 Mapped CAGE Tags Selects the number of max or the number of min of Mapped CAGE Tag 
5 Linker Method Selects LinkerMethod 

 

b) Search Results 

 
 
 
 
 
 
 
 
 
 
 

No Column Explanation 
1 Library ID CAGE Library ID    * Go to 3.5(1) Library Summary 
2 Linker Linker Method Name 
3 Tissues Tissue Type Name 
4 Stages Developmental Stage(Theiler Stage) Name 
5 Clones Number of Clone 
6 Tags Number of Tag 
7 Tags/clone Qualiyt (Tags/Clone) 
8 Mapped tags Number of Mapped Tag 
9 CTSSs Number of CTSS 
10 TSSs Number of TSS 
11 TUs Number of TU 
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(3) CTSS Search 

Search with conditions such as a chromosome number or the number of CAGE tags is possible 
from the search page.  
 
* Search conditions are combined by ‘AND’.  ‘Any’ is not used as a condition (It is the same to 
‘all’) 
 

a) Search Form 

 
 
 
 
 
 
 
 
 
 
 
 

No Search Key Explanation 
1 Chromosome Selects the number of Chromosome (1 � 19,X,Y) 
2 Mapped CAGE Tags Selects the number of max or the number of min of Mapped CAGE Tag 

 

b) Search Results 

 
 
 

No Column Explanation 
1 CTSS_ID CTSS ID    * Go to 3.5(7) CTSS Summary 
2 Tags Number of Tag 
3 Chr. Number of Chromosome 
4 Strand Strand (F : Forward / R : Reverse) 
5 Start Pos Start Position 
6 mRNA mRNA (Gene ID)   * Go to 3.5(10) mRNA Summary 
7 TSS_ID TSS ID    * Go to 3.5(8) TSS Summary 
8 TU _D TU ID    * Go to 3.5(9) TU Summary 
9 Gene Symbol Gene Symbol 
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(4) TSS Search 

Search with conditions such as a chromosome number or the number of CAGE tags is possible 
from the search page. 
 
* Search conditions are combined by ‘AND’.  ‘Any’’ is not used as a conditions (It is the same to 
‘all’) 

a) Search Form 

 
 
 
 
 
 
 
 
 
 
 
 
 

No Search Key Explanation 
1 Chromosome Selects the number of Chromosome (1 � 19,X,Y) 
2 Mapped CAGE Tags Selects the number of max or the number of min of Mapped CAGE Tag 
3 CTSS Selects the number of max or the number of min of CTSS 

 
 

b) Search Results 

 
 
 

No Column Explanation 
1 TSS_ID TSS ID     * Go to 3.5(8) TSS Summary 
2 Tags Number of Tag 
3 CTSSs Number of CTSS 
4 Chr Number of Chromosome 
5 Strand Strand (F : Forward / R : Reverse) 
6 StartPos Start Position of TSS 
7 EndPos End Position of TSS 
8 TU_ID TU ID     * Go to 3.5(9) TU Summary 
9 Gene Symbol Gene Symbol 
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(5) TU Search 

Search with conditions such as a chromosome number or the number of CAGE tags is possible 
from the search page. 
 
* Search conditions are combined by ‘AND’.  ‘Any’’ is not used as a conditions (It is the same to 
‘all’) 
 

a) Search Form 

 
 
 
 
 
 
 
 
 
 
 
 
 
 

No Search Key Explanation 
1 Chromosome Selects the number of Chromosome (1 � 19,X,Y) 
2 Mapped CAGE Tags Selects the number of max or the number of min of Mapped CAGE Tag 
3 CTSS Selects the number of max or the number of min of CTSS 
4 TSS Selects the number of max or the number of min of TSS 

 

b) Search Results 

 
 
 

No Column Explanation 
1 TU_ID TU ID    * Go to 3.5(9) TU Summary 
2 Tags Number of Tag 
3 CTSSs Number of CTSS 
4 TSSs Number of TSS 
4 Chr Number of Chromosome 
5 Strand Strand (F : Forward / R : Reverse) 
6 StartPos Start Position of TU 
7 EndPos End Position of TU 
8 mRNA mRNA (Gene ID)   * Go to 3.5(10) mRNA Summary 
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3.5 Summary pages 
You can see the summary of entries, which are accessible from browse and search pages. 

 

(1) Library Summary 

The summary information page about a library is shown. 
 

 
 
 

[Library Summary] 
No Column Explanation 
1 Linker Method Linker Method Name 
2 Mixed Did it Mixed or not? 
3 Clones Number of Clone 
4 Tags Number of Tag 
5 Tags/clone Quality (Tags/Clone) 
6 Mapped tags Number of mapped Tag 
7 No hit Number of no-hits Tag 
8 Multiple Number of multi-hits Tag 
9 CTSSs Number of CTSS * Go to 3.4(1) f) List of CTSS 
10 TSSs Number of TSS * Go to 3.4(1) g) List of TSS 
11 TUs Number of TU 

 
 

[RNA Libraries] 
No Column Explanation 
1 RNA Lib.ID RNA Library ID   * Go to 3.5(4) RNA Library Summary 
2 Tissue Type Tissue Type Name 
3 Stage Developmental Stage (Theiler Stage) Name 
4 Tags Number of Tag 
5 Mapped tags Number of Mapped Tag 
6 CTSS Number of CTSS 
7 TSS Number of TSS 
8 TU Number of TU 
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[Detail of Summary in:] 

You can access more detail information about the library. 
 
 
 
 

No Column Explanation 
1 chr_no The detailed information on a chromosome unit is shown. 
2 plate_id The detailed information on a plate unit is shown. 

 
 

[Detail of Summary in: chr_no] 
The detailed information per chromosome is shown. 

 
 
 
 
 
 
 
 
 
 
 
 

No Column Explanation 
1 Chr Number of Chromosome  * Go to 3.4(1) f) List of CTSS 
2 Mapped Number of Mapped Tag 
3 CTSSs Number of CTSS * Go to 3.4(1) f) List of CTSS 
4 TSSs Number of TSS * Go to 3.4(1) g) List of TSS 
5 TUs Number of TU 

 
 

[Detail of Summary in: plate_id] 
The detailed information per plate is shown. 

 
 
 
 
 
 
 
 
 
 
 

No Column Explanation 
1 plate_id Plate ID    * Go to 3.5(5) CAGE Clone Summary 
2 Sequence date Sequence date 
3 Clones Number of Clone 
4 Tags Number of Tag 
5 Mappeds Number of Mapped Tag 
6 CTSSs Number of CTSS 
7 TSSs Number of TSS 
8 TUs Number of TU 
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(2) Tissue Summary 

The summary information page about a tissue type is shown. 
 

 
 

No Column Explanation 
1 Tissue Name Tissue Name 
2 Tissue ID Tissue ID 
3 EMAP ID EMAP ID 
4 Tags Number of Tag 
5 Mapped tags Number of Mapped Tag 
6 No hit Number of no-hits Tag 
7 Multiple Number of multi-hitsTag 
8 CTSSs Number of CTSS * Go to 3.4(1) f) List of CTSS 
9 TSSs Number of TSS * Go to 3.4(1) g) List of TSS 
10 TUs Number of TU 

 
[Detail of Summary in: plate_id] 

The detailed information per plate is shown. 
 

(3) DevStage Summary 

The summary information page about a developmental stage is shown. 
 

 
 
 

No Column Explanation 
1 Theiler Stage Theiler Stage Name 
2 Stage description Stage Description 
3 Tags Number of Tag 
4 Mapped tags Number of Mapped Tag 
5 No hit Number of no-hits Tag 
6 Multiple Number of multi-hits Tag 
7 CTSSs Number of CTSS * Go to 3.4(1) f) List of CTSS 
8 TSSs Number of TSS * Go to 3.4(1) g) List of TSS 
9 TUs Number of TU 

 
[Detail of Summary in: plate_id] 

The detailed information per plate is shown. 
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(4) RNA Library Summary 

The summary information page about a RNA library is shown. 
 

 
 
 

[RNA Library Summary] 
No Column Explanation 
1 Tissue Type Tissue Type Name 
2 Stage Developmental Stage (Theiler Stage) Name 
3 Tags Number of Tag 
4 Mapped tags Number of Mapped Tag 
5 CTSSs Number of CTSS * Go to 3.4(1) f) List of CTSS 
6 TSSs Number of TSS * Go to 3.4(1) g) List of TSS 
7 TUs Number of TU 

 
[Sample Information]  RNA Sample information is shown 

No Column Explanation 
1 Time course Time course 
2 Sample Treatment Sample Treatment 
3 Disease Disease 
4 Condition Condition 
5 Cell Type Cell type

�
 

6 Collaboration Collaboration 
 

[CAGE Libraries] 
CAGE (cDNA) Library information is shown. 

No Column Explanation 
1 CAGE Library ID CAGE Library ID    * Go to 3.5(1) Library Summary 
2 Linker Method Linker Method Name 
3 Tags Number of Tag 
4 Mapped tags Number of Mapped Tag 
5 CTSSs Number of CTSS 
6 TSSs Number of TSS 
7 TUs Number of TU 

 
[Detail of Summary in: chr_no] 

* Refer to 3.5(1)Library Summary 
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(5) CAGE Clone Summary 

The summary information page about a cage clone is shown. The image of 384 plates that the 
CAGE clone is sequenced is displayed. 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

* A click of each Well shows corresponding CAGE Clone information. 
* If the mouse over of each Well is carried out, a title indication of the CAGE Clone information will 
be given. 

 
[CAGE Clone Summary] 

No Image Explanation 
1 Plate ID The plate ID with which CAGE Clone has been arranged 
2   Exist mapped tags clone 
3   All unmapped tags clone 
4   No tags clone 
5   Control clone 
6  Noting Well image Clone is not registered. 

 
 

[CAGE Clone ID] 
No Column Explanation 
1 CAGE Clone ID CAGE Clone ID 
2 Length Length of Clone 
3 GC contents (%) GC Contents (%) 
4 Tags Number of Tag 
5 Mapped tags Number of Mapped Tag 
6 Avg. quality Average Quality 
7 Library ID CAGE Library ID    * Go to 3.5(1) Library Summary 
8 Linker Method Linker Method Name 
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[CAGE Clone Sequence] 

CAGE Tag mapped in CAGE Clone is shown graphically. 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

Red : Mapped Tag 
Blue : No mapped Tag 
Gray : Masked Sequence 
 �
 If each Tag ID is clicked, it will go to 3.5(6) CAGE Tag Summary 
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(6) CAGE Tag Summary 

The summary information page about a cage tag is shown. 
 

 
 
 

[CAGE Tag Summary] 
No Column Explanation 
1 CAGE Tag ID CAGE Tag ID 
2 CTSS CTSS ID    * Go to 3.5(7) CTSS Summary 
3 TSS TSS ID    * Go to 3.5(8) TSS Summary 
4 TU TU ID    * Go to 3.5(9) TU Summary 

 
 

[Library Information] 
No Column Explanation 
1 Library ID CAGE Library ID   * Go to 3.5(1) Library Summary 
2 RNA Lib ID RNA Library ID 
3 Tissue Type Tissue Type Name 
4 Stage Developmental Stage (Theiler Stage) Name 

 
 

[Sequence Information] 
No Column Explanation 
1 avg. quality value Average Quality 
2 length Length of Tag 
3 GC % GC Contents (%) 
4 clone pos. Clone position (Start ~ End) 
5 order of the tag The Tag number on a clone 
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[Alignment with genome] 

No Column Explanation 
1 match Value of match 
2 mismatch Value of mismatch 

 
 

[Raw Data] 
The result of alignment by Blast (Blastn) of the CAGE Tag and the genome is displayed. 
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(7) CTSS Summary 

The summary information page about a CTSS is shown. 
 

 
 
 

[Genomic Position] 
No Column Explanation 
1 Assemble Ver. Assemble Version. 
2 Chr. Number of Chromosome 
3 Strand Strand (F : Forward / R : Reverse) 
4 start pos. Start Position of CTSS 
5 Mapped Tags Number of Mapped Tag 

 
 

[Relation with gene] 
No Column Explanation 
1 mRNA mRNA (GeneID)   * Go to (10) mRNA Summary 
2 evidence mRNA Evidence 
3 CDS Start Pos CDS Start Position 
4 CDS End Pos CDS End Position 
5 Gene Symbol Gene Symbol 
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[CTSS position view] 

The position of CTSS on a clone is displayed graphically. A downward arrow( � ) indicates that it is 
mapped on the forward strand of the genome, and the upward arrow( � ) indicates that it is on the 
reverse strand. 

 
 
 
 
 
 
 
 
 

No Color Explanation 
1 �/� (Red) The start position of CTSS and the strand of CTSS (�: Forward /�: Reverse) 
2 � (Blue) Exon 
3 � (Gray) Intron 
4 � (Orange) UTR 
5 � (Thin brown) Genome 

 
 

[RNA Library Expression Info] 
No Column Explanation 
1 RNA Lib. ID RNA Library ID 
2 Tissue Type Tissue Type Name 
3 Stage Developmental Stage (Theiler Stage) Name 
4 Tags The number of Tag(s) contained in RNA Library (inside of the target CTSS) 
5 Exp Level(TPM) (Number of Tag in CTSS / Number of total tag in RNA LibID) x 1,000,000 

 
 
 

[Detail of Summary in : tag_list] 
The list of CAGE tag with the same CTSS is displayed. If a CAGE tag ID is clicked, it will change to 
You can access 3.5(6) CAGE Tag Summary by clicking the CAGE tag ID. 
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[Genomic Elements : show_here / open_window] 

Genomic elements, such as transcripts, CpG island, etc., in neighbouring region of the CTSS are 
displayed graphically. 100 base regions are shown in a page as a frame or in another window. See 
[Help] for detail. 
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(8) TSS Summary 

The summary information page about a TSS is shown. 
 

 
 
 

[Genomic Position] 
No Column Explanation 
1 Assemble Ver. Assemble Version. 
2 Chr. Number of Chromosome 
3 Strand Strand (F : Forward / R : Reverse) 
4 Position The position on genome of representation CTSS 
5 Start The start position on genome of TSS 
6 End The end position on genome of TSS 
7 CTSSs Number of CTSS 
8 Mapped Tags Number of mapped Tag 
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[CTSS Information] 

No Column Explanation 
1 CTSS ID CTSS ID     * Go to 3.5(7) CTSS Summary 
2 Chr. Number of Chromosome 
3 Strand Strand (F : Forward / R : Reverse) 
4 start pos. Start Position of CTSS 
5 Mapped Tags Number of mapped Tag 

 
 

[CTSS Distribution Map] 
The number of CAGE tags for each CTSS that exists in the region of the TSS is displayed 
graphically. 
The height of a bar indicates the number of mapped tag (comparatively), and its direction (upward 
or downward) indicates the strand on the genome. And associated gene with the CTSS is also 
shown. 

 
 
 
 
 
 
 
 
 
 
 
 
 

No Color Explanation 
1 � (Blue) CTSS contained in the target TSS 
2 � (Red) Representation CTSS in the target TSS 
3 � (Gray) Other CTSS 

 
 

[RNA Library Expression Info] 
No Column Explanation 
1 RNA Lib. ID RNA Library ID 
2 Tissue Type Tissue Type Name 
3 Stage Developmental Stage (Theiler Stage) Name 
4 Tags The number of Tag(s) contained in RNA Library (inside of the target TSS) 
5 Exp Level(TPM) (Number of Tag in TSS / Number of total tag in RNA LibID) x 1,000,000 

 
 
 

[Genomic Elements : show_here / open_window] 
Genomic elements in neighbouring region of the TSS are displayed graphically. 100 base regions 
are shown in a page as a frame or in another window. 
 
* Refer to 3.5(7)CTSS Summary [Genomic Elements:show_here / open_window] 

 
 



Copyright © 2004 RIKEN,Japan.  -Page 35 - 

CAGE Basic Viewer  User's Guide 

 

(9) TU Summary 

The summary information page about a TU is shown. 
 

 
 
 

[Genomic Position] 
No Column Explanation 
1 Assemble Ver. Assemble Version. 
2 Chr. Number of Chromosome 
3 Strand Strand (F : Forward / R : Reverse) 
4 Start Pos. Start position on genome of TU 
5 End Pos. End position on genome of TU 
6 TSSs Number of TSS 
7 CTSSs Number of CTSS 
8 Mapped Tags Number of mapped Tag 

 
 

[Gene Information] 
No Column Explanation 
1 Symbol Gene Symbol 
2 Synonym Gene Symbol Synonym 
3 Definition Definition 
4 Locus link id. Locus link id 
5 Go id Go id 
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[TSS Information] 

No Column Explanation 
1 TSS ID TSS ID     * Go to 3.5(8) TSS Summary 
2 Chr. Number of Chromosome 
3 Strand Strand (F : Forward / R : Reverse) 
4 Position Start position on genome of representation CTSS of TSS 
5 Start Pos. Start position on genome of TSS 
6 End Pos. End position on genome of TSS 
8 CTSSs Number of CTSS 
9 Mapped Tags Number of mapped Tag 

 
 

[mRNA Information] 
The list of mRNA (Gene) contained in TU is shown. 

 
No Column Explanation 
1 mRNA Gene ID    * Go to (10) mRNA Summary 
2 Chr. Number of Chromosome 
3 strand Strand (F : Forward / R : Reverse) 
4 start pos. Start position on genome of Gene 
5 end pos. End position on genome on Gene 
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(10) mRNA Summary 

The summary information page about a mRNA is shown. 

 
 
 

[Genomic Position] 
No Column Explanation 
1 Assemble Ver. Assemble Version. 
2 Chr. Chromosome Number 
3 Strand Strand (F : Forward / R : Reverse) 
4 Start Pos. Start Position 
5 End Pos. End Position 
6 CTSSs Number of CTSS 

 
 

[Gene Information] 
No Column Explanation 
1 Symbol Gene Symbol 
2 CDS Start Pos CDS Start Position 
3 CDS End Pos CDS End Position 
4 NT Len. NT Length 
5 AA Len. AA Length 
6 Longest ORF Len. Longest ORF Length 
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[Exon view] 

The CDS position of mRNA is displayed graphically.  
 

 
 

No Color Explanation 
1 � � Blue �  CDS 
2 � � Gray �  Intron 
3 � � Orange �  UTR 
4 � � Thin brown) �  Genome 

 
 

[CTSS Information] 
No Column Explanation 
1 CTSS ID CTSS ID    * 3.5(7) CTSS Summary �
	���������  
2 Mapped Tags Number of Mapped Tag 
3 Chr. Chromosome Number 
4 Strand Strand (F : Forward / R : Reverse) 
5 Position Start Position 
6 TSS ID TSS ID * 3.5(8) TSS Summary �
	���������  
7 TU ID TU ID * 3.5(9) TU Summary �
	���������  
8 mRNA evidence mRNA Evidence 
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3.6  Download pages 
You can download some kinds of data related with the entry from the summary pages. Hyperlinks 
appear when you can download it. 
 

 
 
 

No Column Link 
1 Tags List 3.6(1)Tags List  
2 CTSS Expression 3.6(2)CTSS Expression 
3 TSS Expression 3.6(3)TSS Expression 
4 TU Expression 3.6(4)TU Expression 
5 file formats Download Data Format is shown 

 

(1) Tags List 

You can download a list of CAGE tags with their related information. 
 

[Download Data Format] 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

 1. CAGE tag ID  
2. CAGE tag sequence  
3. The length of the tag  
4. An average of the CAGE tag's quality value  
5. GC% of the CAGE tag  
6. The number of capped 'G'  
7. CAGE clone ID  
8. The length of the clone  
9. An average of the CAGE clone's quality value  

10. GC% of the CAGE clone  
11. The order of the CAGE tag on the clone  
12. The number of CAGE tags on the clone  
13. Orientation of the CAGE tag (F: forward / R: Reverse)  
14. Start position of the CAGE tag  
15. End position of the CAGE tag  
16. cDNA library ID  
17. RNA library ID  
18. Taxonomy ID  
19. Tissue ID  
20. Stage ID  
21. Start position of CAGE tags in the alignment of mapping  
22. End position of CAGE tags in the alignment of mapping  
23. Chromosome Number  
24. Strand  
25. Start position of chromosome sequence in the alignment of mapping  
26. End position of chromosome sequence in the alignment of mapping  
27. The number of aligned bases (# of matched base pairs)  
28. The number of gapped bases  
29. CTSS ID  
30. related mRNA sequence  
31. related TU  
32. TSS ID 
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(2) CTSS Expression 

You can download a list of CTSSs, their expression counts, and their related information. 
 

[Download Data Format] 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

(3) TSS Expression 

You can download a list of TSSs, their expression counts, and their related information. 
 

[Download Data Format] 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

 1. CTSS ID  
2. Taxonomy ID  
3. Genome assemble version of CTSS  
4. Chromosome Number of CTSS  
5. Strand of CTSS  
6. Position on the Chromosome of CTSS  
7. related mRNA  
8. mRNA relation evidence 
9. related TU  

10. TSS ID  
11. Representative position on the Chromosome of TSS  
12. Start position on the Chromosome of TSS covering region  
13. End position on the Chromosome of TSS covering region  
14. TSS evidence  
15. The number of CAGE tags  
16. RNA library ID  
17. Tissue ID  
18. Stage ID 

 1. TSS ID  
2. Taxonomy ID  
3. Genome assemble version of TSS  
4. Chromosome Number of TSS  
5. Strand of TSS  
6. Representative Position on the Chromosome of TSS  
7. Start position on the Chromosome of TSS covering region 
8. End position on the Chromosome of TSS covering region 
9. TSS evidence  

10. related TU  
11. The number of CAGE tags  
12. The number of CTSS 
13. RNA library ID 
14. Tissue ID 
15. Stage ID 
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(4) TU Expression 

You can download a list of TUs, their expression counts, and their related information. 
 

[Download Data Format] 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

 1. TU ID  
2. Taxonomy ID  
3. Genome assemble version of TU  
4. Representative mRNA 
5. Chromosome Number of representative mRNA 
6. Strand of representative mRNA 
7. Start Position on the Chromosome of representative mRNA 
8. End Position on the Chromosome of representative mRNA 
9. The number of CAGE tags 

10. The number of CTSS 
11. The number of TSS 
12. RNA library ID 
13. Tissue ID 
14. Stage ID 


